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TEXT MINING IN THE LIFE SCIENCES
Text mining and information extraction technologies 

rapidly develop into key technologies in the life sciences. 

Over the last years we have not only seen a dramatic 

increase in research and development of text mining 

algorithms and technologies in academic institutes, but 

also in industrial laboratories. Moreover, we observe 

a strong tendency towards rapid technology uptake 

by both, non-commercial and commercial users of 

information extraction technologies. More and more 

examples for the use of text mining technology in 

the academic sector and in the commercial sector 

demonstrate the value of this technology for such 

diverse applications as »content production for 

biodatabases«, »mining of electronic health records«, 

»competitive intelligence« and »customer relationship 

management«.

As in the last years, the 4th Birlinghoven Symposium 

on text mining in the life sciences will bring together 

scientists from academic research institutions and 

scientists from commercial organisations to stimulate 

discussions between these domains. Basic research in 

the fi eld of named entity recognition and information 

extraction meets application oriented solution 

development aiming at creating true production 

environments for life science information providers or 

pharmaceutical research organisations. As in the years 

before we expect fruitful discussions between scientists 

from industrial research teams and solution providers 

and academic researchers.

This years symposium will address a broad spectrum 

of scientifi c issues in the fi eld of text mining and its 

application. We are looking forward to learn more about

•  the emerging standardised framework for unstructured 

information management architecture (UIMA) proposed 

by IBM recently,

•  industrial applications of text mining technology for the 

identifi cation of new pharmaceutical targets but also 

for customer relationship management

•  the use of text mining technologies for indexing of 

digitized print material

•  the use of text mining and image mining technology to 

extract relevant information on chemical compounds 

and structures

•  upcoming scientifi c challenges in the fi eld of text 

mining research such as the application of text 

mining for the probabilistic modeling of diseases in 

HealthGrids. 

We are looking forward to welcoming you at Schloss 

Birlinghoven. Please register using our web form or the 

registration form attached. A registration fee of 165 Euro 

will be charged for participation; special rates apply for 

students.

REGISTRATION
Please register before October 2006 under:

www.scai.fhg.de/textmining2006.html

CONTACT
Gisela-Renate Thies

Fraunhofer Institute SCAI 

Schloss Birlinghoven

53754 Sankt Augustin

phone: +49 (0) 2241  / 14 - 2769

fax.: +49 (0) 2241 / 14 - 2102

gisela-renate.thies@scai.fraunhofer.de

TRAVEL INFORMATION
The campus of the Fraunhofer Institute in Sankt 

Augustin is situated only a few kilometers from the city 

of Bonn and can be reached  easily by car, train (ICE-

station Siegburg / Bonn) or plane (Köln Bonn Airport). 

http://www.scai.fraunhofer.de/travel.html

http://www.scai.fraunhofer.de/hotel.html

o
 

registration fee 165 Euro 
 

o
 

registration fee for students 50 Euro


